. Three independent trials of pendant drop interfacial tension (IFT) raw data for Milli-Q® water droplet in a Toluene ambient phase. All data points from minutes 12 through 17 from all three trials were averaged together to obtain one average value with +/-one standard deviation shown as an inset.
. Three independent trials of pendant drop interfacial tension (IFT) raw data for Milli-Q® water with 10% v/v DMSO droplet in a Toluene ambient phase. All data points from minutes 12 through 17 from all three trials were averaged together to obtain one average value with +/-one standard deviation shown as an inset. Figure S3 . Three independent trials of pendant drop interfacial tension (IFT) raw data for PTDM1 1 µM in Milli-Q® water with 10% v/v DMSO droplet in a Toluene ambient phase. All data points from minutes 12 through 17 from all three trials were averaged together to obtain one average value with +/-one standard deviation shown as an inset. Figure S4 . Two independent trials of pendant drop interfacial tension (IFT) raw data for PTDM1 10 µM in Milli-Q® water with 10% v/v DMSO droplet in a Toluene ambient phase. All data points from minutes 12 through 17 from both trials were averaged together to obtain one average value with +/-one standard deviation shown as an inset. Figure S5 . Two independent trials of pendant drop interfacial tension (IFT) raw data for PTDM1 100 µM in Milli-Q® water with 10% v/v DMSO droplet in a Toluene ambient phase. All data points from minutes 25 through 30 from both trials were averaged together to obtain one average value with +/-one standard deviation shown as an inset. Figure S9 . %T of 500 nm light through solutions containing PTDM1 at 10 µM in both Milli-Q® water (blue squares) and PBS (red circles). Results obtained are the average of two independent trials where the average %T is plotted and the error bars represent ± one standard deviation. 
DLS Titration Experiments
Both of the following titration experiments utilized Malvern's "protein" option as the "material" instrument setting, even though PTDM1 was being added. This was because the "protein" preset option (RI (refractive index) = 1.45 and absorbance = 0.001) came from Malvern whereas the "polynorbornene" preset was made by another user and could not be verified on the 90.9 1100 500 9.09 NOTE: "total added PTDM1" refers to the total amount of PTDM1 solution that had been added up to that particular point in the titration. PTDM1 was added 10 µL at a time except for the final added aliquot of 20 µL.
